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REPORT TO THE BOARD OF DIRECTORS

This is the second report of the English Ancestry Committee to the Board of Directors. In addition
to the report on the activitics of the Committee since the last report to the Board, this report includes,
after the Summary, a brief report on the background and prior activities of the Committee for the
benefit of new directors.

Summary: We tested the Y-chromosomes of the DNA of fifteen male line Strothers in addition to
the seven tested in 2000 or twenty-two in all. We did not find a specimen donor whose Y-
chromosome was identical with that of the descendants of William, the immigrant. We did, however,
find a donor whose Y-chromosome differed from that of William’s descendants on only one of the
eight markers tested on the Y-chromosome. This may or may not indicate a common ancestor with
the descendants of William. The donor has represented to us that his ancestors were from
Northumberland, England. This remains to be investigated.

Another finding from the test is that the descendants of William are not biologically related to the
specimen donors claiming descent from Lancelot of Felkington. If their lincage is correct and if
Lancelot of Felkington is a son of William of Akeld as has been supposed, this means William was
not a descendant of William of Akeld.

Background: Strother family members for many years have unsuccessfully sought proof of our
supposed English ancestry. Generally, these efforts have been by individuals and sporadic. Prior to
the establishment of the English Ancestry Committee, the last major effort by the Socicty to
determine William’s ancestry was in 1991. The Society engaged the services of Debrett Ancestry
Research Limited, one of the leading genealogical research firms in England, to search English
records for evidence of William’s ancestry. Debrett was unable to find any documented cvidence of
William’s ancestry and suggested that William Strother, the immigrant, may not be of English
ancestry.

Prior Activities: The English Ancestry Committee was formed August 26, 1999, to make an
organized, sustained scarch for the ancestors of William Strother, the immigrant. Because of the
advances in the use of analysis of the Y-chromosome of the DNA to trace ancestry up the male line,
it was decided to use this method to try to obtain evidence of the purported English ancestry of
William for which documentation is lacking. Through the services of the Program in Human Genetics
of the Vanderbilt University Medical Center, Nashville, Tennessce, the Committee conducted a
comparative study of the Y-chromosomes of male line Strother descendants in England with those
of male line descendants of William, the immigrant.

Women get an X chromosome from their mother and another from their father. Men get an X
chromosome from their mother but 2 Y chromosome from their father. Thus, it is possible to follow
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a male line through many generations by looking at the Y-chromosome. A comparison of Y-
chromosomes will tell if any two males have a common ancestor.

Blood specimens were collected from four well-documented descendants of William, the immigrant.
We next found three individuals of English descent: two of essentially the same lineage and another
of a separate lincage. We then had three different lineages, thought to be related, to test and compare.

The July 2000 test results showed, with a very high degree of probability, that although members of
cach lineage group were closely related to each other, none of the groups was related biologically to
either of the other groups. Thus, the tests did not establish the English ancestry of William, the
immigrant. It was thought that the problem may have been the small number of samples tested.
Accordingly, it was decided to designate this testing as Phase I and to proceed to Phase IT with a
larger number of samples.

Phase JI: When the report on the results of the Phase I testing was received, the Committee realized
that additional testing would be required. In July 2000, the Committee began negotiations with the
Dircctor of the Program in Human Genetics at Vanderbilt University Medical Center, Nashville,
Tennessee, to do further testing. He agreed to work with us on a Phase II project. We then began an
effort to recruit non-US male line Strothers who would give a blood sample for testing.

In August 2000, we solicited the names of UK Strother contacts from Society members. In
September 2000, we submitted a notice soliciting blood specimen donors for publication in the
journals of the Northumberland & Durham Family History Society and the Lancashire Family History
& Heraldry Society. These appeared in the December 2000 issues but we received no responsc. We
also published a specimen donor solicitation notice on RootsWeb Northumberland. England, Internet
Message Board. We received no response.

By February 2001, we realized that a different approach and major ¢ffort would be needed to get
people to give a blood specimen. Using telephone directorics on the Internet, we identificd cvery
Strother in the English-speaking countries of the world, except the US, who had a listed telephone
number. We wrote to 67 people in the UK with the surname of Strother, 39 in Canada, 60 in
Australia and 17 in New Zealand. We also sent letters to four in the UK with the surname Struther
and to S0 with the surname Struthers. In addition, we solicited 12 in the UK with the surname
Strothers and 12 with the surname Strouther. Including letters to contacts in the UK of Society
members, we wrote about 270 specimen donor solicitation letters. From these solicitations we
obtained 15 volunteers to give specimens: eight from the UK, two from Canada, four from Australia
and one from New Zealand. Of the cight from the UK, six had the surname Strother, one had the
surname Strothers and one had the surname Strouthers.

When we knew how many we had for testing, we finished our negotiations with Vanderbilt
University, which agreed to do the testing for $300 a specimen. We then began to solicit funds for
the project. Donna Strother mailed out a funds solicitation letter to the membership. By early April
we had received sufficient funds to cover the cost of the testing so we paid Vanderbilt and advised
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them to send specimen collection kits to the volunteers. These kits were sent out on April 12, 2001.
All kits were returned by July 20, 2001, and Vanderbilt began the testing.

Results of the DNA Analysis: The analysis of the results of the test showed:

1. None of the donors had a Y-chromosome identical with the Y-chromosome of the descendants
of William, the immigrant.

2 The Y-chromosome of one of the donors differed from that of William’s descendants on only one
of the cight markers tested on the Y-chromosome.

3. The Y-chromosome of William’s descendants differed on all cight markers from the Y-
chromosome of the purported descendants of Lancelot Strother of Felkington indicating that there
is no biological relationship

When reading the report, it will help to keep in mind that we are dealing with differences between
indicators or markers on the Y-chromosomes of those tested and the probability of what those
differences mean. There is not absolute certainty as to what the differences mean but the probabilitics
can be such that they fall within the range of what we commonly call certainty. Because of the privacy
requirements placed on Vanderbilt University by Federal regulations, the individuals in the analysis
are identified by codes.

As shown in Figure 1 of the report, the 22 samples tested clustered into two groups. All of the
indicators on the Y-chromosomes were different between the two groups. If there was a common
ancestor between the two groups, he would have existed many thousands of years ago. So, for our
purposes, the two groups are not biologically related.

Giroup 1 had six subgroups. The Y-chromosome of donors in a subgroup were identical. In Subgroup
E of Group 1 are two Australians with the same Y-chromosome. In Subgroup A are the four direct
descendants of William, the immigrant. Subgroup B is made up of a donor whose Y-chromosome
differed from Subgroup A by only one marker of the eight markers tested. The report states that this
mutation most likely occurred approximately twenty generations ago (but could have occurred as
recently as one generation ago or as distantly as fifty generations ago).

The donor with the surname Strouther makes up Subgroup D and differs from Subgroups C and E
by only onc marker on the Y-chromosome. The donor with the surname Strothers makes up
Subgroup F and differs from, say, Subgroup A, by two markers.

Group 2 had four subgroups. The purported descendants of Lancelot of Felkington are in Subgroup
G of Group 2 along with seven others with the same Y-chromosome:.

The fact that the descendants of William, the immigrant, and the purported descendants of Lancelot
Strother of Felkington are in different groups make it certain that they do not have a common
ancestor. In addition, if William of Akeld is a son of Lancelot Strother of Kirknewton and his wife,
Elinor Conyers, as is generally thought, and if William of Akeld is the father of Lancelot of
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Felkington, as some think, then the descendants of William, the immigrant, are not descendants of
Lancelot Strother of Kirknewton and Elinor Conyers.

Further Research: There are two avenues for further research but it is not obvious which is the
better. Both, at some point, will involve further DNA testing.

Ideally, we would do as before, that is, get more specimen donors and test them with the goal of
finally finding one whose Y-chromosome exactly matched that of the descendants of William, the
immigrant. Then we would research that donor’s ancestry knowing that, at some point, the ancestry
would also be that of William. The problem with this approach is the funding. The Committee
believes that, with an intensive effort, further specimen donors can be found. However, the
Committee is not sure of how much financial support the members will give to a third round of
testing, particularly as the Committee cannot guarantee that another round will be the one that finds
the matching Y-chromosome.

The other avenuc is to explore the ancestry of the donor whose Y-chromosome differs from that of
William’s descendants by only one marker out of eight. If, by researching his line, we can identify
distant cousins of his, say, fourth or fifth, and can test a few of them, we may find that the Y-
chromosome of onc of them matches that of the descendants of William, the immigrant. However,
as the mutation that caused the difference could have occurred as recently as one gencration ago or
as long ago as one thousand years, this avenue is not without risk.

If we pursue this latter avenue, we would use what remaining funds we have to hire a genealogical
research firm in England, say to research the donor’s ancestry. Then, if we identify distant cousins
of the donor, we will again need to solicit the membership for funds to test the cousins.

As to which avenue to pursue, the Committee thinks that, although the first avenue may give a wider
choice of possibilitics, it is essentially a “roll of the dice™ as was Phasc II. On the other hand, the latter
avenue, though limited, is focused and follows the only “clue” we have. The Committee is inclined
to follow the latter approach and find out what it can of the ancestry of the donor whose Y-
chromosome matched, except for one marker, the Y-chromosome of the descendants of William.

Committee Members: Nolan B. Hensarling, Chairman; Edward L. Strother, Treasurer.

Respectfully submitted,

Nolan B. Hensarling, Chairman

ATTACHMENTS:
Committee Treasurer’s Report
June 12, 2002, report from Vanderbilt University Medical Center




g The English Ancestry Committee
The William Strother Society, Inc.
Treasurer's Report

July 1, 2000 through June 30, 2002

Cash balance at July 1, 2000 $1,698.00
Receipts 5.270.00
Total available funds 6,968.00
Disbursements:
Vanderbilt University Medical Center, Nashville 4,500.00
Laboratory charge 14.00
Total disbursements 4.514.00
g Cash balance at June 30, 2002 $2,454.00
Other expenses:

Mailing expenses paid directly by Society $ 202.10




& Vanderbilt University Medical Center

o~ Vandebilt University School of Medicine Nashville, Teanesses 372320700
Program in Heman Genetics Phooe: (615) 343-8555
519 Lighs Hall Fax: (615) 343-3619

REPORT ON DNA FROM INDIVIDUALS WITH THE SURNAME STROTHER

June 12, 2002

We were asked by the William Strother Society, Inc. to assist them, by the use of DNA analysis, in
their effort to examine the ancestry of 22 individuals named Strother to determine their potential
common lineage. This is the report on the results of our analysis.

Objective:

The Society advised that according to undocumented family legend, William Strother, the immigrant,
was a son of William Strother of Akeld, Northumberland, England, who was a son of Lancelot of
Kirknewton and Elinor Conyers. The Society had located male line DNA specimen donor volunteers

—~ from descendants of individuals named Strother including descendents of William Strother, the
immigrant, and substantially documented descendents of Lancelot of Felkington, reportedly a son of
William of Akeld. In all 22 male DNA samples were obtained from five different countries (10 from
the United Kingdom, 4 from the United States, 4 from Australia, 3 from Canada, and 1 from New
Zealand).

The objective of the project was to determine by analysis of the DNA of the specimen donors, 22 in all,
whether these individuals can be aggregated into 2 common lineage suggesting that they have a
common male ancestor. and identifying the possible number of generations since that common
ancestor.

Summary:

Blood samples were obtained from the 22 volunteers with the sumame of Strother. DNA cxtracted
from these samples was subjected to analysis of 8 specific markers on the Y-chromosome. The results
suggest that there are two primary lincages represented among the 22 males, onc associated with the
descendants of William, the immigrant and one associated with the descendants of Lancelot of
Felkington. Although a common male ancestor for these two lineages is possible, the common
ancestor would have existed many thousands of years ago.




Background:

Deoxyribonucleic acid (DNA) is the chemical that makes up our genes. DNA is made up of 4 different
building blocks that, for great simplicity, are denoted A, C, G, or T. Long strings of these building
blocks, usually several thousand, are necessary to create genes. Human beings are thought to have
about 50,000 genes. These genes are strung together in even longer strings that arc organized into
chromosomes. People have twenty-three pairs of chromosomes: one of each pair is inherited from their
mother and the other from their father. Thus each person has two copies of each of the 50,000 genes.
The sex of cach person is determined by a special pair of chromosomes, the X and Y. Women have
two copies of the X chromosome (one from their mother and one from their father), while men have
onc X (from their mother) and one Y-chromosome (from their father). Thus it is possible to follow a
male line through many generations by looking only at the Y-chromosome.

The uniqueness of cach person on this planet is partly determined by the variations that occur in their
genes. These variations (usually called polymorphisms) sometimes give their genes slightly different
functions, and thus lead to the uniqueness we sec in each person. These variations can also be used to
trace the inheritance of specific genes back through specific individuals. Consider the following
analogy. If you are driving down the road, you will pass many road signs. While they may all be the
same size and color, they will be directing you to different places, and so there are many different
variations of the road sign. However, to get to a particular city, you will follow road signs that all have
the city's name on them. They will all look exactly alike. Thus by following this particular variation
of the road sign through many different towns, you can eventually get to your particular city.

Genetics has been used for over thirty years to help determine the biological relatedness between
individuals. Initially only a small number of polymorphisms were known, and their primary use was 10
determine the biological fathers of children (e.g. paternity testing). This could be done with
polymorphisms on any chromosome. Recent advances have now allowed us to identify an enormous
number of polymorphisms on all the chromosomes, and so we can follow the inheritance of any
chromosome, including the Y-chromosome.

Results:

Blood samples were obtained from the volunteers, 22 samples in all. Thesc included 10 from the
United Kingdom, 4 from the United States, 4 from Australia, 3 from Canada, and one from New
Zealand. DNA extracted from these samples was subjected to analysis of cight specific polymorphisms
on the Y-chromosome. Each of the cight polymorphisms has a different number of possible variations
that are seen in the population at large. As many as fifty or sixty percent of people may have a
particular variation for a particular polymorphism and so one polymorphism alone would not be
sufficient to tell all the Y-chromosomes apart. However, by using eight polymorphisms almost all Y-
chromosomes can be distinguished, and we can thus determinc if the Y-chromosomes from two
different men are inherited from the same male ancestor. We can use statistical probability to
determine how likely it is that two people are related by knowing how common each variant is in the
population at large.

The 22 DNA samples tested clustered into two major groups. The first (group 1) is represented most
clearly by the four U.S. descendents of William the Immigrant. They had the same variant at every




polymorphism tested. The uniqueness of this collective Y-chromosome is 9.6 x107, or approximately
one in a million. The two descendants of Lancelot of Felkington shared the exact Y-chromosome with
seven other tested males (group 2), had the same variant at every polymorphism tested, and the
uniqueness of their collective Y-chromosome is 2 x 107, or approximately one in five million. The Y-
chromosomes in these two groups were significantly different from each other. All eight
polymorphisms had different variants between these two groups. Even a single difference between Y-
chromosomes suggests that they did not come from the same proximal male ancestor, and having
multiple differences makes this even more likely.

The analysis just presented makes one simplifying assumption and that is that the DNA making up the
Y-chromosomes never changes when it is passed on from father to son. While changes are rare, DNA
can change through the process of mutation. That is, one variant can change into another variant when
it is passed-on to the next generation. For the Y-chromosome, this tends to occur about 3 times per
thousand people at each polymorphism. Again using statistics, it is possible to calculate the probability
that the chromosomes in the two groups in fact did really come from the same ancestor, but have had

FIGURE 1
STROTHER Y-CHROMOSOME LINEAGE
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mutations occur at these polymorphisms to make the observed changes. Between groups 1 and 2, this
would need to have happened at eight different polymorphisms, ¢.g. mutations would have had to have
occurred eight different times. This is extremely unlikely (with odds of less than 1 in a trillion).

Within each of the two major groups, there are several subgroups indicating the possibility of a
common ancestor, but many generations ago. There are, in fact, 6 subgroups of group 1 and 4
subgroups of group 2 (Figure 1). Subgroups A and B differ by a single change, and this most likely
occurred approximately 20 generations ago (but could have occurred as recently as 1 generation ago or
as distantly as 50 generations ago). Subgroups C, D, and E all differ from each other by a single
change (thesc changes also happening anywhere from 1-50 generations ago), but from subgroup A by
two changes. Having two changes could also have occurred quite recently, but most likely happened
approximately 40 gencrations ago, and could have happened as long as 80 gencrations ago. Subgroup
F also differs from A by two different changes.

In group 2, subgroups H and I differ from subgroup G by single changes. Subgroup J differs by 5
changes, and so at best is very distantly related to group 2, although it is quite likely that it in fact,
represents a completely different lineage.

Interpretation:

These data strongly indicate that groups 1 and 2 are descended from two different male ancestors and
can only be biologically related very distantly (many thousands of years 2g0). Thus it is highly unlikely
that these two identificd groups are biologically related to each other through common male ancestors.
Within each of the major groups, there are several subgroups that may well be related to each other, but
at a substantial genealogical distance.

The lack of biological relationship between the two major groups could occur for two reasons. There
may not be any true relationship among these groups. Another possibility is that, while the
genealogical records may seem correct, there has been a mis-patemity (e.g. alternate father) somewhere
in the genealogical lines. Given the current data, it is not possible to tell which of these possibilities is
the right one.

Respectfully submitted,

W S Rimen
Jonathan L. Haines, Ph.D.

Professor, Molecular Physiology and Biophysics
Director, Program in Human Genetics




STROTHER DNA PHASE I
NUMBERING LIST OF 22 VOLUNTEERS TO GIVE SPECIMENS
From Phase I: US-1, 2, 3, 4; UK-1 & 2; CN-1(7)
From Phase II: All others. (15)

US-1 Gamett Strother
US-2 Jimmy Strother
US-3 John B. Strother
US-4 Richard E. Strother

UK-1 James W, Strother

UK-2 Richard F. A. Strother

UK-3 Derek 1. Strother

UK-4 Ian Strother

UK-5 John Strother

UK-6 Kit B. Strother

UK-7 Paul A. Strother

UK-8 Peter del Strother

UK-9 Sean Strouther (Note spelling variation)
UK-10 Barric E. Strothers  (Note spelling variation)

CN-1 Vincent Strother
CN-2 Richard W. Strother
CN-3 Edward A. Strother

AU-1 Derrick Strother
AU-2 Glenn Strother
AU-3 John H. Strother
AU-4 Mark Strother

NZ-1"Arthur D. Strother




REPORT ON DNA FROM INDIVIDUALS WITH THE SURNAME STROTHER
Vanderbilt University Medical Center - June 12, 2003
NAMES OF SPECIMEN DONORS IN EACH SUBGROUP
Subgroups from Figure 1 of the analysis by Vanderbilt

Group 1

Subgroup A

US 1 - Garnett Strother
US 2 - Jimmy Strother

US 3 - John B. Strother
US 4 - Richard E. Strother

Subgroup B
UK 4 - Ian Strother

Subgroup C
CN 1 - Vincent Strother

Subgroup D
UK 9 - Sean Strouther

Subgroup E
AU 1 - Derrick Strother
AU 3 - John H. Strother

Subgroup F
UK 10 - Barrie E. Strothers

Group 2

Subgroup G

UK 1 - James W. Strother
UK 2 - Richard F. A. Strother
UK 3 - Derek I. Strother

UK 5 - John Strother

UK 7 - Paul A. Strother

UK 8 - Peter del Strother

CN 2- Richard W. Strother
CN 3 - Edward A. Strother
NZ 1 - Arthur D, Strother

Subgroup H
AU 4 - Mark Strother

Subgroup 1
UK 6 - Kit B. Strother

Subgroup J
AU 2 - Glenn Strother




